SEQUENCE LISTING 



<110> Van Andel Research Institute 
Hay, Rick V. , et al 

<120> Monoclonal Antibody Imaging and Therapy of Tumors that Express 
Met and Bind Hepatocyte Growth Factor 

<130> VAN 6 7 P323 

<160> 5 

<170> Patentln version 3.4 

<210> 1 

<211> 1390 

<212> PRT 

<213> Homo sapiens 

<220> 
<223> Met 

<400> 1 

Met Lys Ala Pro Ala Val Leu Ala Pro Gly lie Leu Val Leu Leu Phe 
15 10 15 



Thr Leu Val Gin Arg Ser Asn Gly Glu Cys Lys Glu Ala Leu Ala Lys 
20 25 30 



Ser Glu Met Asn Val Asn Met Lys Tyr Gin Leu Pro Asn Phe Thr Ala 
35 40 45 



Glu Thr Pro lie Gin Asn Val lie Leu His Glu His His lie Phe Leu 
50 55 60 



Gly Ala Thr Asn Tyr lie Tyr Val Leu Asn Glu Glu Asp Leu Gin Lys 
65 * 70 ' 75 80 



Val Ala Glu Tyr Lys Thr Gly Pro Val Leu Glu His Pro Asp Cys Phe 
85 90 95 



Pro Cys Gin Asp Cys Ser Ser Lys Ala Asn Leu Ser Gly Gly Val Trp 
100 105 110 



Lys Asp Asn lie Asn Met Ala Leu Val Val Asp Thr Tyr Tyr Asp Asp 
115 120 125 



Gin Leu lie Ser Cys Gly Ser Val Asn Arg Gly Thr Cys Gin Arg His 



130 



135 



140 



Val Phe Pro His Asn His Thr Ala Asp He Gin Ser Glu Val His Cys 
145 150 155 160 



He Phe Ser Pro Gin He Glu Glu Pro Ser Gin Cys Pro Asp Cys Val 
165 170 ' 175 



Val Ser Ala Leu Gly Ala Lys Val Leu Ser Ser Val Lys Asp Arg Phe 
180 185 190 



He Asn Phe Phe Val Gly Asn Thr He Asn Ser Ser Tyr Phe Pro Asp 
195 200 205 



His Pro Leu His Ser He Ser Val Arg Arg Leu Lys Glu Thr Lys Asp 
210 215 220 



Gly Phe Met Phe Leu Thr Asp Gin Ser Tyr He Asp Val Leu Pro Glu 
225 230 " 235 * 240 



Phe Arg Asp Ser Tyr Pro He Lys Tyr Val His Ala Phe Glu Ser Asn 
245 250 255 



Asn Phe He Tyr Phe Leu Thr Val Gin Arg Glu Thr Leu Asp Ala Gin 
260 265 270 



Thr Phe His Thr Arg He He Arg Phe Cys Ser He Asn Ser Gly Leu 
275 280 285 



His Ser Tyr Met Glu Met Pro Leu Glu Cys He Leu Thr Glu Lys Arg 
290 295 300 



Lys Lys Arg Ser Thr Lys Lys Glu Val Phe Asn He Leu Gin Ala Ala 
305 310 315 320 



Tyr Val Ser Lys Pro Gly Ala Gin Leu Ala Arg Gin He Gly Ala Ser 
325 330 ' 335 



Leu Asn Asp Asp He Leu Phe Gly Val Phe Ala Gin Ser Lys Pro Asp 
340 345 350 



Ser Ala Glu Pro Met Asp Arg Ser Ala Met Cys Ala Phe Pro He Lys 
355 360 ' 365 



Tyr Val Asn Asp Phe Phe Asn Lys lie Val Asn Lys Asn Asn Val Arg 
370 375 380 



Cys Leu Gin His Phe Tyr Gly Pro Asn His Glu His Cys Phe Asn Arg 
385 390 395 " 400 



Thr Leu Leu Arg Asn Ser Ser Gly Cys Glu Ala Arg Arg Asp Glu Tyr 
405 410 ~ 415 



Arg Thr Glu Phe Thr Thr Ala Leu Gin Arg Val Asp Leu Phe Met Gly 
420 425 430 



Gin Phe Ser Glu Val Leu Leu Thr Ser lie Ser Thr Phe lie Lys Gly 
435 440 445 



Asp Leu Thr lie Ala Asn Leu Gly Thr Ser Glu Gly Arg Phe Met Gin 
450 455 460 



Val Val Val Ser Arg Ser Gly Pro Ser Thr Pro His Val Asn Phe Leu 
465 470 475 480 



Leu Asp Ser His Pro Val Ser Pro Glu Val lie Val Glu His Thr Leu 
485 490 495 



Asn Gin Asn Gly Tyr Thr Leu Val lie Thr Gly Lys Lys lie Thr Lys 
500 505 510 



lie Pro Leu Asn Gly Leu Gly Cys Arg His Phe Gin Ser Cys Ser Gin 
515 520 525 



Cys Leu Ser Ala Pro Pro Phe Val Gin Cys Gly Trp Cys His Asp Lys 
530 535 540 



Cys Val Arg Ser Glu Glu Cys Leu Ser Gly Thr Trp Thr Gin Gin He 
545 550 555 560 



Cys Leu Pro Ala He Tyr Lys Val Phe Pro Asn Ser Ala Pro Leu Glu 
565 570 575 



Gly Gly Thr Arg Leu Thr He Cys Gly Trp Asp Phe Gly Phe Arg Arg 
580 585 590 



Asn Asn Lys Phe Asp Leu Lys Lys Thr Arg Val Leu Leu Gly Asn Glu 
595 600 605 



Ser Cys Thr Leu Thr Leu Ser Glu Ser Thr Met Asn Thr Leu Lys Cys 
610 615 620 



Thr Val Gly Pro Ala Met Asn Lys His Phe Asn Met Ser He He He 
625 630 635 640 



Ser Asn Gly His Gly Thr Thr Gin Tyr Ser Thr Phe Ser Tyr Val Asp 
645 650 " 655 



Pro Val He Thr Ser lie Ser Pro Lys Tyr Gly Pro Met Ala Gly Gly 
660 665 ' 670 



Thr Leu Leu Thr Leu Thr Gly Asn Tyr Leu Asn Ser Gly Asn Ser Arg 
675 680 685 



His He Ser He Gly Gly Lys Thr Cys Thr Leu Lys Ser Val Ser Asn 
690 695 700 



Ser He Leu Glu Cys Tyr Thr Pro Ala Gin Thr He Ser Thr Glu Phe 
705 710 715 720 



Ala Val Lys Leu Lys He Asp Leu Ala Asn Arg Glu Thr Ser lie Phe 
725 730 " 735 



Ser Tyr Arg Glu Asp Pro He Val Tyr Glu He His Pro Thr Lys Ser 
740 745 750 



Phe lie Ser Gly Gly Ser Thr He Thr Gly Val Gly Lys Asn Leu Asn 
755 760 765 



Ser Val Ser Val Pro Arg Met Val lie Asn Val His Glu Ala Gly Arg 
770 775 780 



Asn Phe Thr Val Ala Cys Gin His Arg Ser Asn Ser Glu lie lie Cys 
785 790 795 800 



Cys Thr Thr Pro Ser Leu Gin Gin Leu Asn Leu Gin Leu Pro Leu Lys 
805 810 815 



Thr Lys Ala Phe Phe Met Leu Asp Gly lie Leu Ser Lys Tyr Phe Asp 
820 825 830 



Leu lie Tyr Val His Asn Pro Val Phe Lys Pro Phe Glu Lys Pro Val 
835 840 845 



Met lie Ser Met Gly Asn Glu Asn Val Leu Glu lie Lys Gly Asn Asp 
850 855 860 



lie Asp Pro Glu Ala Val Lys Gly Glu Val Leu Lys Val Gly Asn Lys 
865 870 875 " 880 



Ser Cys Glu Asn lie His Leu His Ser Glu Ala Val Leu Cys Thr Val 
885 890 895 



Pro Asn Asp Leu Leu Lys Leu Asn Ser Glu Leu Asn lie Glu Trp Lys 
900 905 910 



Gin Ala lie Ser Ser Thr Val Leu Gly Lys Val lie Val Gin Pro Asp 
915 920 925 



Gin Asn Phe Thr Gly Leu lie Ala Gly Val Val Ser lie Ser Thr Ala 
930 935 940 



Leu Leu Leu Leu Leu Gly Phe Phe Leu Trp Leu Lys Lys Arg Lys Gin 
945 950 955 " ' 960 



lie Lys Asp Leu Gly Ser Glu Leu Val Arg Tyr Asp Ala Arg Val His 
965 970 * 975 



Thr Pro His Leu Asp Arg Leu Val Ser Ala Arg Ser Val Ser Pro Thr 
980 985 990 



Thr Glu Met Val Ser Asn Glu Ser Val Asp Tyr Arg Ala Thr Phe Pro 
995 1000 1005 



Glu Asp Gin Phe Pro Asn Ser Ser Gin Asn Gly Ser Cys Arg Gin 
1010 1015 1020 



Val Gin Tyr Pro Leu Thr Asp Met Ser Pro lie Leu Thr Ser Gly 
1025 1030 1035 



Asp Ser Asp lie Ser Ser Pro Leu Leu Gin Asn Thr Val His lie 



1040 



1045 



1050 



Asp Leu Ser Ala Leu Asn Pro Glu Leu Val Gin Ala Val Gin His 
1055 1060 1065 



Val Val lie Gly Pro Ser Ser Leu He Val His Phe Asn Glu Val 
1070 1075 1080 



He Gly Arg Gly His Phe Gly Cys Val Tyr His Gly Thr Leu Leu 
1085 1090 1095 



Asp Asn Asp Gly Lys Lys He His Cys Ala Val Lys Ser Leu Asn 
1100 1105 1110 



Arg He Thr Asp He Gly Glu Val Ser Gin Phe Leu Thr Glu Gly 
1115 1120 1125 



He He Met Lys Asp Phe Ser His Pro Asn Val Leu Ser Leu Leu 
1130 1135 1140 



Gly He Cys Leu Arg Ser Glu Gly Ser Pro Leu Val Val Leu Pro 
1145 1150 1155 



Tyr Met Lys His Gly Asp Leu Arg Asn Phe He Arg Asn Glu Thr 
1160 1165 1170 



His Asn Pro Thr Val Lys Asp Leu He Gly Phe Gly Leu Gin Val 
1175 1180 1185 



Ala Lys Gly Met Lys Tyr Leu Ala Ser Lys Lys Phe Val His Arg 
1190 1195 1200 



Asp Leu Ala Ala Arg Asn Cys Met Leu Asp Glu Lys Phe Thr Val 
1205 1210 1215 



Lys Val Ala Asp Phe Gly Leu Ala Arg Asp Met Tyr Asp Lys Glu 
1220 1225 ~ 1230 



Tyr Tyr Ser Val His Asn Lys Thr Gly Ala Lys Leu Pro Val Lys 
1235 1240 1245 



Trp Met Ala Leu Glu Ser Leu Gin Thr Gin Lys Phe Thr Thr Lys 
1250 1255 " 1260 



Ser Asp Val Trp Ser Phe Gly Val Leu Leu Trp Glu Leu Met Thr 
1265 1270 1275 



Arg Gly Ala Pro Pro Tyr Pro Asp Val Asn Thr Phe Asp lie Thr 
1280 1285 1290 



Val Tyr Leu Leu Gin Gly Arg Arg Leu Leu Gin Pro Glu Tyr Cys 
1295 1300 1305 



Pro Asp Pro Leu Tyr Glu Val Met Leu Lys Cys Trp His Pro Lys 
1310 1315 " 1320 



Ala Glu Met Arg Pro Ser Phe Ser Glu Leu Val Ser Arg He Ser 
1325 1330 1335 



Ala He Phe Ser Thr Phe He Gly Glu His Tyr Val His Val Asn 
1340 1345 1350 



Ala Thr Tyr Val Asn Val Lys Cys Val Ala Pro Tyr Pro Ser Leu 
1355 1360 1365 



Leu Ser Ser Glu Asp Asn Ala Asp Asp Glu Val Asp Thr Arg Pro 
1370 1375 * 1380 



Ala Ser Phe Trp Glu Thr Ser 
1385 1390 



<210> 2 

<211> 728 

<212> PRT 

<213> Homo sapiens 

<220> 
<223> HGF 

<400> 2 

Met Trp Val Thr Lys Leu Leu Pro Ala Leu Leu Leu Gin His Val Leu 
15 10 15 



Leu His Leu Leu Leu Leu Pro He Ala lie Pro Tyr Ala Glu Gly Gin 
20 25 30 



Arg Lys Arg Arg Asn Thr He His Glu Phe Lys Lys Ser Ala Lys Thr 



35 



40 



45 



Thr Leu lie Lys lie Asp Pro Ala Leu Lys lie Lys Thr Lys Lys Val 
50 55 60 



Asn Thr Ala Asp Gin Cys Ala Asn Arg Cys Thr Arg Asn Lys Gly Leu 
65 70 " 75 ~ 80 



Pro Phe Thr Cys Lys Ala Phe Val Phe Asp Lys Ala Arg Lys Gin Cys 
85 90 95 



Leu Trp Phe Pro Phe Asn Ser Met Ser Ser Gly Val Lys Lys Glu Phe 
100 105 " " 110 



Gly His Glu Phe Asp Leu Tyr Glu Asn Lys Asp Tyr lie Arg Asn Cys 
115 120 125 



lie lie Gly Lys Gly Arg Ser Tyr Lys Gly Thr Val Ser lie Thr Lys 
130 135 ' 14 0 



Ser Gly lie Lys Cys Gin Pro Trp Ser Ser Met lie Pro His Glu His 
145 150 155 160 



Ser Phe Leu Pro Ser Ser Tyr Arg Gly Lys Asp Leu Gin Glu Asn Tyr 
165 170 175 



Cys Arg Asn Pro Arg Gly Glu Glu Gly Gly Pro Trp Cys Phe Thr Ser 
180 185 ' 190 



Asn Pro Glu Val Arg Tyr Glu Val Cys Asp He Pro Gin Cys Ser Glu 
195 200 205 



Val Glu Cys Met Thr Cys Asn Gly Glu Ser Tyr Arg Gly Leu Met Asp 
210 215 * 220 



His Thr Glu Ser Gly Lys He Cys Gin Arg Trp Asp His Gin Thr Pro 
225 230 235 " 240 



His Arg His Lys Phe Leu Pro Glu Arg Tyr Pro Asp Lys Gly Phe Asp 
245 250 255 



Asp Asn Tyr Cys Arg Asn Pro Asp Gly Gin Pro Arg Pro Trp Cys Tyr 
260 265 " 270 



Thr Leu Asp Pro His Thr Arg Trp Glu Tyr Cys Ala lie Lys Thr Cys 
275 280 " 285 



Ala Asp Asn Thr Met Asn Asp Thr Asp Val Pro Leu Glu Thr Thr Glu 
290 295 300 



Cys lie Gin Gly Gin Gly Glu Gly Tyr Arg Gly Thr Val Asn Thr lie 
305 310 315 320 



Trp Asn Gly lie Pro Cys Gin Arg Trp Asp Ser Gin Tyr Pro His Glu 
325 * 330 335 



His Asp Met Thr Pro Glu Asn Phe Lys Cys Lys Asp Leu Arg Glu Asn 
340 345 350 



Tyr Cys Arg Asn Pro Asp Gly Ser Glu Ser Pro Trp Cys Phe Thr Thr 
355 * 360 365 



Asp Pro Asn lie Arg Val Gly Tyr Cys Ser Gin lie Pro Asn Cys Asp 
370 375 380 



Met Ser His Gly Gin Asp Cys Tyr Arg Gly Asn Gly Lys Asn Tyr Met 
385 390 395 400 



Gly Asn Leu Ser Gin Thr Arg Ser Gly Leu Thr Cys Ser Met Trp Asp 
405 410 415 



Lys Asn Met Glu Asp Leu His Arg His lie Phe Trp Glu Pro Asp Ala 
420 425 430 



Ser Lys Leu Asn Glu Asn Tyr Cys Arg Asn Pro Asp Asp Asp Ala His 
435 " 440 " 445 



Gly Pro Trp Cys Tyr Thr Gly Asn Pro Leu lie Pro Trp Asp Tyr Cys 
450 455 460 



Pro lie Ser Arg Cys Glu Gly Asp Thr Thr Pro Thr lie Val Asn Leu 
465 470 475 480 



Asp His Pro Val lie Ser Cys Ala Lys Thr Lys Gin Leu Arg Val Val 
485 490 495 



Asn Gly lie Pro Thr Arg Thr Asn lie Gly Trp Met Val Ser Leu Arg 
500 505 510 



Tyr Arg Asn Lys His lie Cys Gly Gly Ser Leu lie Lys Glu Ser Trp 
515 520 525 



Val Leu Thr Ala Arg Gin Cys Phe Pro Ser Arg Asp Leu Lys Asp Tyr 
530 535 540 



Glu Ala Trp Leu Gly lie His Asp Val His Gly Arg Gly Asp Glu Lys 
545 550 555 ~ 560 



Cys Lys Gin Val Leu Asn Val Ser Gin Leu Val Tyr Gly Pro Glu Gly 
565 570 575 



Ser Asp Leu Val Leu Met Lys Leu Ala Arg Pro Ala Val Leu Asp Asp 
580 585 J 590 



Phe Val Ser Thr lie Asp Leu Pro Asn Tyr Gly Cys Thr lie Pro Glu 
595 600 605 



Lys Thr Ser Cys Ser Val Tyr Gly Trp Gly Tyr Thr Gly Leu lie Asn 
610 615 620 



Tyr Asp Gly Leu Leu Arg Val Ala His Leu Tyr lie Met Gly Asn Glu 
625 630 635 640 



Lys Cys Ser Gin His His Arg Gly Lys Val Thr Leu Asn Glu Ser Glu 
645 650 655 



lie Cys Ala Gly Ala Glu Lys lie Gly Ser Gly Pro Cys Glu Gly Asp 
660 665 670 



Tyr Gly Gly Pro Leu Val Cys Glu Gin His Lys Met Arg Met Val Leu 
675 680 685 



Gly Val lie Val Pro Gly Arg Gly Cys Ala lie Pro Asn Arg Pro Gly 
690 695 700 



lie Phe Val Arg Val Ala Tyr Tyr Ala Lys Trp lie His Lys lie lie 
705 710 715 720 



Leu Thr Tyr Lys Val Pro Gin Ser 
725 



<210> 3 
<211> 543 

<212> PRT 

<213> Homo sapiens 

<220> 

<223> Extracellular Domain of Met 
<400> 3 

Glu Cys Lys Glu Ala Leu Ala Lys Ser Glu Met Asn Val Asn Met Lys 
15 10 15 



Tyr Gin Leu Pro Asn Phe Thr Ala Glu Thr Pro lie Gin Asn Val lie 
20 25 30 



Leu His Glu His His lie Phe Leu Gly Ala Thr Asn Tyr lie Tyr Val 
35 40 45 



Leu Asn Glu Glu Asp Leu Gin Lys Val Ala Glu Tyr Lys Thr Gly Pro 
50 55 60 



Val Leu Glu His Pro Asp Cys Phe Pro Cys Gin Asp Cys Ser Ser Lys 
65 70 75 80 



Ala Asn Leu Ser Gly Gly Val Trp Lys Asp Asn lie Asn Met Ala Leu 
85 90 95 



Val Val Asp Thr Tyr Tyr Asp Asp Gin Leu lie Ser Cys Gly Ser Val 
100 105 110 



Asn Arg Gly Thr Cys Gin Arg His Val Phe Pro His Asn His Thr Ala 
115 120 125 



Asp lie Gin Ser Glu Val His Cys lie Phe Ser Pro Gin lie Glu Glu 
130 135 140 



Pro Ser Gin Cys Pro Asp Cys Val Val Ser Ala Leu Gly Ala Lys Val 
145 150 155 160 



Leu Ser Ser Val Lys Asp Arg Phe lie Asn Phe Phe Val Gly Asn Thr 



165 



170 



175 



lie Asn Ser Ser Tyr Phe Pro Asp His Pro Leu His Ser lie Ser Val 
180 185 190 



Arg Arg Leu Lys Glu Thr Lys Asp Gly Phe Met Phe Leu Thr Asp Gin 
195 200 205 



Ser Tyr lie Asp Val Leu Pro Glu Phe Arg Asp Ser Tyr Pro lie Lys 
210 215 220 



Tyr Val His Ala Phe Glu Ser Asn Asn Phe lie Tyr Phe Leu Thr Val 
225 230 235 240 



Gin Arg Glu Thr Leu Asp Ala Gin Thr Phe His Thr Arg lie lie Arg 
245 " 250 255 



Phe Cys Ser lie Asn Ser Gly Leu His Ser Tyr Met Glu Met Pro Leu 
260 265 270 



Glu Cys lie Leu Thr Glu Lys Arg Lys Lys Arg Ser Thr Lys Lys Glu 
275 280 285 



Val Phe Asn lie Leu Gin Ala Ala Tyr Val Ser Lys Pro Gly Ala Gin 
290 295 300 



Leu Ala Arg Gin lie Gly Ala Ser Leu Asn Asp Asp lie Leu Phe Gly 
305 310 315 320 



Val Phe Ala Gin Ser Lys Pro Asp Ser Ala Glu Pro Met Asp Arg Ser 
325 330 335 



Ala Met Cys Ala Phe Pro lie Lys Tyr Val Asn Asp Phe Phe Asn Lys 
340 ' 345 350 



lie Val Asn Lys Asn Asn Val Arg Cys Leu Gin His Phe Tyr Gly Pro 
355 360 365 



Asn His Glu His Cys Phe Asn Arg Thr Leu Leu Arg Asn Ser Ser Gly 
370 375 380 



Cys Glu Ala Arg Arg Asp Glu Tyr Arg Thr Glu Phe Thr Thr Ala Leu 
385 390 395 400 



Gin Arg Val Asp Leu Phe Met Gly Gin Phe Ser Glu Val Leu Leu Thr 
405 410 415 



Ser lie Ser Thr Phe lie Lys Gly Asp Leu Thr lie Ala Asn Leu Gly 
420 425 430 



Thr Ser Glu Gly Arg Phe Met Gin Val Val Val Ser Arg Ser Gly Pro 
435 440 445 



Ser Thr Pro His Val Asn Phe Leu Leu Asp Ser His Pro Val Ser Pro 
450 455 460 



Glu Val He Val Glu His Thr Leu Asn Gin Asn Gly Tyr Thr Leu Val 
465 470 475 480 



He Thr Gly Lys Lys He Thr Lys He Pro Leu Asn Gly Leu Gly Cys 
4 85 4 90 4 95 



Arg His Phe Gin Ser Cys Ser Gin Cys Leu Ser Ala Pro Pro Phe Val 
500 505 510 



Gin Cys Gly Trp Cys His Asp Lys Cys Val Arg Ser Glu Glu Cys Leu 
515 520 525 



Ser Gly Thr Trp Thr Gin Gin He Cys Leu Pro Ala He Tyr Lys 
530 535 540 



<210> 4 

<211> 4626 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Met cDNA 
<400> 4 

gaattccgcc ctcgccgccc gcggcgcccc gagcgctttg tgagcagatg cggagccgag 60 
tggagggcgc gagccagatg cggggcgaca gctgacttgc tgagaggagg cggggaggcg 120 
cggagcgcgc gtgtggtcct tgcgccgctg acttctccac tggttcctgg gcaccgaaag 180 
ataaacctct cataatgaag gcccccgctg tgcttgcacc tggcatcctc gtgctcctgt 240 
ttaccttggt gcagaggagc aatggggagt gtaaagaggc actagcaaag tccgagatga 300 



atgtgaatat 


gaagtatcag 


cttcccaact 


tcaccgcgga 


aacacccatc 


cagaatgtca 


360 


ttctacatga 


gcatcacatt 


ttccttggtg 


ccactaacta 


catttatgtt 


ttaaatgagg 


420 


aagaccttca 


gaaggttgct 


gagtacaaga 


ctgggcctgt 


gctggaacac 


ccagattgtt 


480 


tcccatgtca 


ggactgcagc 


agcaaagcca 


atttatcagg 


aggtgtttgg 


aaagataaca 


540 


tcaacatggc 


tctagttgtc 


gacacctact 


atgatgatca 


actcattagc 


tgtggcagcg 


600 


tcaacagagg 


gacctgccag 


cgacatgtct 


ttccccacaa 


tcatactgct 


gacatacagt 


660 


cggaggttca 


ctgcatattc 


tccccacaga 


tagaagagcc 


cagccagtgt 


cctgactgtg 


1 AU 


tggtgagcgc 


cctgggagcc 


aaagtccttt 


catctgtaaa 


ggaccggttc 


atcaacttct 


780 


ttgtaggcaa 


taccataaat 


tcttcttatt 


tcccagatca 


tccattgcat 


tcgatatcag 


840 


tgagaaggct 


aaaggaaacg 


aaagatggtt 


ttatgttttt 


gacggaccag 


tcctacattg 


900 


atgttttacc 


tgagttcaga 


gattcttacc 


ccattaagta 


tgtccatgcc 


tttgaaagca 


960 


acaattttat 


ttacttcttg 


acggtccaaa 


gggaaactct 


agatgctcag 


acttttcaca 


1020 


caagaataat 


caggttctgt 


tccataaact 


ctggattgca 


ttcctacatg 


gaaatgcctc 


1080 


tggagtgtat 


tctcacagaa 


aagagaaaaa 


agagatccac 


aaagaaggaa 


gtgtttaata 


1140 


tacttcaggc 


tgcgtatgtc 


agcaagcctg 


gggcccagct 


tgctagacaa 


ataggagcca 


1200 


gcctgaatga 


tgacattctt 


ttcggggtgt 


tcgcacaaag 


caagccagat 


tctgccgaac 


1260 


caatggatcg 


atctgccatg 


tgtgcattcc 


ctatcaaata 


tgtcaacgac 


ttcttcaaca 


1320 


agatcgtcaa 


caaaaacaat 


gtgagatgtc 


tccagcattt 


ttacggaccc 


aatcatgagc 


1380 


actgctttaa 


taggacactt 


ctgagaaatt 


catcaggctg 


tgaagcgcgc 


cgtgatgaat 


1440 


atcgaacaga 


gtttaccaca 


gctttgcagc 


gcgttgactt 


attcatgggt 


caattcagcg 


1500 


aagtcctctt 


aacatctata 


tccaccttca 


ttaaaggaga 


cctcaccata 


gctaatcttg 


1560 


ggacatcaga 


gggtcgcttc 


atgcaggttg 


tggtttctcg 


atcaggacca 


tcaacccctc 


1620 


atgtgaattt 


tctcctggac 


tcccatccag 


tgtctccaga 


agtgattgtg 


gagcatacat 


1680 


taaaccaaaa 


tggctacaca 


ctggttatca 


ctgggaagaa 


gatcacgaag 


atcccattga 


1740 


atggcttggg 


ctgcagacat 


ttccagtcct 


gcagtcaatg 


cctctctgcc 


ccaccctttg 


1800 


ttcagtgtgg 


ctggtgccac 


gacaaatgtg 


tgcgatcgga 


ggaatgcctg 


agcgggacat 


1860 


ggactcaaca 


gatctgtctg 


cctgcaatct 


acaaggtttt 


cccaaatagt 


gcaccccttg 


1920 


aaggagggac 


aaggctgacc 


atatgtggct 


gggactttgg 


atttcggagg 


aataataaat 


1980 



ttgatttaaa 


gaaaactaga 


gttctccttg 


gaaatgagag 


ctgcaccttg 


actttaagtg 


2040 


agagcacgat 


gaatacattg 


aaatgcacag 


ttggtcctgc 


catgaataag 


catttcaata 


2100 


tgtccataat 


tatttcaaat 


ggccacggga 


caacacaata 


cagtacattc 


tcctatgtgg 


2160 


atcctgtaat 


aacaagtatt 


tcgccgaaat 


acggtcctat 


ggctggtggc 


actttactta 


2220 


ctttaactgg 


aaattaccta 


aacagtggga 


attctagaca 


catttcaatt 


ggtggaaaaa 


2280 


catgtacttt 


aaaaagtgtg 


tcaaacagta 


ttcttgaatg 


ttatacccca 


gcccaaacca 


2340 


tttcaactga 


gtttgctgtt 


aaattgaaaa 


ttgacttagc 


caaccgagag 


acaagcatct 


2400 


tcagttaccg 


tgaagatccc 


attgtctatg 


aaattcatcc 


aaccaaatct 


tttattagta 


2460 


cttggtggaa 


agaacctctc 


aacattgtca 


gttttctatt 


ttgctttgcc 


agtggtggga 


2520 


gcacaataac 


aggtgttggg 


aaaaacctga 


attcagttag 


tgtcccgaga 


atggtcataa 


2580 


atgtgcatga 


agcaggaagg 


aactttacag 


tggcatgtca 


acatcgctct 


aattcagaga 


2640 


taatctgttg 


taccactcct 


tccctgcaac 


agctgaatct 


gcaactcccc 


ctgaaaacca 


2700 


aagccttttt 


catgttagat 


gggatccttt 


ccaaatactt 


tgatctcatt 


tatgtacata 


2760 


atcctgtgtt 


taagcctttt 


gaaaagccag 


tgatgatctc 


aatgggcaat 


gaaaatgtac 


2820 


tggaaattaa 


gggaaatgat 


attgaccctg 


aagcagttaa 


aggtgaagtg 


ttaaaagttg 


2880 


gaaataagag 


ctgtgagaat 


atacacttac 


attctgaagc 


cgttttatgc 


acggtcccca 


2940 


atgacctgct 


gaaattgaac 


agcgagctaa 


atatagagtg 


gaagcaagca 


atttcttcaa 


3000 


ccgtccttgg 


aaaagtaata 


gttcaaccag 


atcagaattt 


cacaggattg 


attgctggtg 


3060 


ttgtctcaat 


atcaacagca 


ctgttattac 


tacttgggtt 


tttcctgtgg 


ctgaaaaaga 


3120 


gaaagcaaat 


taaagatctg 


ggcagtgaat 


tagttcgcta 


cgatgcaaga 


gtacacactc 


3180 


ctcatttgga 


taggcttgta 


agtgcccgaa 


gtgtaagccc 


aactacagaa 


atggtttcaa 


3240 


atgaatctgt 


agactaccga 


gctacttttc 


cagaagatca 


gtttcctaat 


tcatctcaga 


3300 


acggttcatg 


ccgacaagtg 


cagtatcctc 


tgacagacat 


gtcccccatc 


ctaactagtg 


3360 


gggactctga 


tatatccagt 


ccattactgc 


aaaatactgt 


ccacattgac 


ctcagtgctc 


3420 


taaatccaga 


gctggtccag 


gcagtgcagc 


atgtagtgat 


tgggcccagt 


agcctgattg 


3480 


tgcatttcaa 


tgaagtcata 


ggaagagggc 


attttggttg 


tgtatatcat 


gggactttgt 


3540 


tggacaatga 


tggcaagaaa 


attcactgtg 


ctgtgaaatc 


cttgaacaga 


atcactgaca 


3600 


taggagaagt 


ttcccaattt 


ctgaccgagg 


gaatcatcat 


gaaagatttt 


agtcatccca 


3660 


atgtcctctc 


gctcctggga 


atctgcctgc 


gaagtgaagg 


gtctccgctg 


gtggtcctac 


3720 



catacatgaa acatggagat cttcgaaatt tcattcgaaa tgagactcat aatccaactg 3780 

taaaagatct tattggcttt ggtcttcaag tagccaaagc gatgaaatat cttgcaagca 3840 

aaaagtttgt ccacagagac ttggctgcaa gaaactgtat gctggatgaa aaattcacag 3900 

tcaaggttgc tgattttggt cttgccagag acatgtatga taaagaatac tatagtgtac 3960 

acaacaaaac aggtgcaaag ctgccagtga agtggatggc tttggaaagt ctgcaaactc 4020 

aaaagtttac caccaagtca gatgtgtggt cctttggcgt cgtcctctgg gagctgatga 4080 

caagaggagc cccaccttat cctgacgtaa acacctttga tataactgtt tacttgttgc 4140 

aagggagaag actcctacaa cccgaatact gcccagaccc cttatatgaa gtaatgctaa 4200 

aatgctggca ccctaaagcc gaaatgcgcc catccttttc tgaactggtg tcccggatat 4260 

cagcgatctt ctctactttc attggggagc actatgtcca tgtgaacgct acttatgtga 4320 

acgtaaaatg tgtcgctccg tatccttctc tgttgtcatc agaagataac gctgatgatg 4380 

aggtggacac acgaccagcc tccttctggg agacatcata gtgctagtac tatgtcaaag 4440 

caacagtcca cactttgtcc aatggttttt tcactgcctg acctttaaaa ggccatcgat 4500 

attctttgct ccttgccata ggacttgtat tgttatttaa attactggat tctaaggaat 4560 

ttcttatctg acagagcatc agaaccagag gcttggtccc acaggccagg gaccaatgcg 4 620 

ctgcag 4626 



<210> 5 

<211> 5898 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> HGF cDNA 
<400> 5 

cacacaacaa acttagctca tcgcaataaa aagcagctca gagccgactg gctcttttag 60 

gcactgactc cgaacaggat tctttcaccc aggcatctcc tccagaggga tccgccagcc 120 

cgtccagcag caccatgtgg gtgaccaaac tcctgccagc cctgctgctg cagcatgtcc 180 

tcctgcatct cctcctgctc cccatcgcca tcccctatgc agagggacat aagaaaagaa 240 

gaaatacaat tcacgaattc aaaaaatcag caaagactac cctaatcaaa atagatccag 300 

cactgaagat aaaaaccaaa aaagtgaata ctgcagacca atgtgctaat agatgtacta 360 



ggaataatgg 


acttccattc 


acttgcaagg 


cctttgtttt 


tgataaagcg 


agaaaacaat 


420 


gcctctggtt 


ccccttcaat 


agcatgtcaa 


gtggagtgaa 


gaaagaattt 


ggccatgaat 


480 


ttgacctcta 


tgaaaacaaa 


gactacatta 


gaaactgcat 


catcggtaaa 


ggacgcagct 


540 


acaagggaac 


agtatctatc 


actaagagtg 


gcatcaaatg 


tcagccctgg 


agttccatga 


600 


taccacacga 


acacagcttt 


ttgccttcga 


gctatcgggg 


taaagaccta 


caggaaaact 


660 


actgtcgaaa 


tcctcgaggg 


gaagaagggg 


gaccctggtg 


tttcacaagc 


aatccagagg 


720 


tacgctacga 


agtctgtgac 


attcctcagt 


gttcagaagt 


tgaatgcatg 


acctgcaatg 


780 


gggagagtta 


tcgaggtctc 


atggatcata 


cagaatcagg 


caagatttgt 


cagcgctggg 


840 


atcatcagac 


accacaccgg 


cacaaattct 


tgcctgaaag 


atatcccgac 


aagggctttg 


900 


atgataatta 


ttgccgcaat 


cccgatggcc 


agccgaggcc 


atggtgctat 


actcttgacc 


960 


ctcacacccg 


ctgggagtac 


tgtgcaatta 


aaacatgcgc 


tgacaatact 


gtaaatgata 


1020 


ctgatgttcc 


tatggaaaca 


actgaatgca 


tccaaggtca 


aggagaaggc 


tacaggggca 


1080 


ctgccaatac 


catttggaat 


ggaattccat 


gtcagcgttg 


ggattctcag 


tatcctcaca 


1140 


agcatgacat 


gactcctgaa 


aatttcaagt 


gcaaggacct 


acgagaaaat 


tactgccgaa 


1200 


atccagatgg 


gtctgaatca 


ccctggtgtt 


ttaccactga 


tccaaacatc 


cgagttggtt 


1260 


actgctccca 


aattccaaac 


tgtgatatgt 


caaatggaca 


agattgttat 


cgtgggaatg 


1320 


gcaaaaatta 


tatgggcaac 


ttatcccaaa 


caagatctgg 


actaacgtgt 


tcaatgtgga 


1380 


acaagaacat 


ggaagactta 


caccgtcata 


tcttctggga 


accagatgca 


agtaagctga 


1440 


atgagaatta 


ctgccgaaat 


ccagatgatg 


atgctcatgg 


accctggtgc 


tacacgggaa 


1500 


atccactcat 


tccttgggat 


tattgcccta 


tttctcgttg 


tgaaggtgat 


accacaccta 


1560 


caatagtcaa 


tttagaccat 


cctgtaatat 


cttgcgccaa 


aacgaaacaa 


ctgcgagttg 


1620 


taaatgggat 


tccaacacga 


acaaatgtag 


gatggatgat 


tagtttgaga 


tacagaaata 


1680 


aacatatctg 


cggaggatca 


ttgataaagg 


aaagttgggt 


tcttactgca 


cgacagtgtt 


1740 


tcccttctcg 


agacttgaaa 


gattatgagg 


cttggcttgg 


aattcatgat 


gtccatggaa 


1800 


gaggagagga 


gaaacgcaaa 


caggttctca 


atgtttccca 


gctggtatat 


ggccctgaag 


1860 


gatcagatct 


ggttttaatg 


aagcttgcca 


gacctgctgt 


cctggatgat 


tttgttaata 


1920 


caattgattt 


acctaattat 


ggatgcacaa 


ttcctgaaaa 


gaccagttgc 


agtgtttatg 


1980 


gctggggcta 


cactggattg 


atcaactatg 


atggtctatt 


acgagtggca 


catctctata 


2040 


taatgggaaa 


tgagaaatgc 


agccagcatc 


accgagggaa 


ggtgactctg 


aatgagtctg 


2100 



aaatatgtgc 


tggggctgag 


aagattggat 


caggaccatg 


tgagggggat 


tatggtggcc 


2160 


cacttgtttg 


tgagcaacat 


aaaatgagaa 


tggttcttgg 


tgtcattgtt 


cccggccgtg 


2220 


gatgcgccat 


tccaaatcgt 


cctggtattt 


ttgtccgagt 


agcatattat 


gcaaaatgga 


2280 


tacacaaaat 


tattttaaca 


tataaggtac 


cacagtcata 


gctgaagtaa 


gtgtgtctga 


2340 


agcacccacc 


aatacaactg 


tcttttacat 


gaagatttca 


gagaatgtgg 


aattaaaaat 


2400 


accacttaca 


acaatcctaa 


gacaactact 


ggagagtcat 


gtttgttaaa 


attctcatta 


2460 


atgtttatgg 


gtgttttctg 


ttgttttgtt 


tgtcagtgtt 


attttgtcaa 


tgttgaagtg 


2520 


aattaaggta 


catgcaagtg 


tagtaacata 


tctcctgaag 


atacttgaat 


ggattaaaaa 


2580 


aacacacagg 


tataattgct 


ggataaagat 


tttgtgggga 


aaaaatcaat 


taatctctct 


2640 


aagctgcttt 


ctgaggttgg tttcttaata 


atgagtaaac 


cataaattaa 


atgttatttt 


2700 


aacctcacca 


aaacaattta 


taccttgtgt 


ccttaaattg 


taccctatat 


taaattatat 


2760 


tacatttcat 


atgctatatg 


ttatagttca 


ttcatttctc 


ttcaccatgt 


atcctgcaat 


2820 


actggtacac 


gaacacactt 


tttacaaaac 


cacataccca 


tgtacacatg 


cctaggtaca 


2880 


catgtacatg 


cactacagtt 


taaattatga 


tgtacttaat 


gtaacctcta 


aatattttag 


2940 


aagtatgtac 


ctatagtttt 


acctcaaaaa 


aatagaaatc 


tctaaagacc 


agtagaaata 


3000 


ttaaaaaatg 


atgcaaaatc 


aaaatgagtg 


gctaattctc 


catacgtaat 


ctgcagatga 


3060 


tcttctctgg 


ttgacatttt 


acgtgtggcc 


atcaccccgg 


gttaaataac 


acctaatcta 


3120 


ggtgtttaca 


tgtattcaat 


atcctagttt 


gtttcatgta 


gtttctaatt 


cttaaaggaa 


3180 


agagggtaat 


aattctattt 


gtgtaatttg 


tttcctccaa 


acttaaggcc 


acttatttac 


3240 


acaagatatt 


tgtatgtcta 


ctttcctaaa 


gcatttcttc 


agtgctcaga 


tcagtgtcta 


3300 


attgaagaag 


attaaaactg 


ctttggtcat 


taaaaacgta 


tttaaatagg 


ttaattctaa 


3360 


gacttgctgc 


tgtgattgac 


ttctagctca 


ctgcctttaa 


attttaaaaa 


atttaagagg 


3420 


aaaattttca 


tgtctccaaa 


gttttataaa 


tacccttcat 


caagtcatgc 


attaaagtat 


3480 


atattagaga 


aaaaaaaata 


cttttctcaa 


cctggaagat 


tttagcctaa 


taaagttttt 


3540 


ttgaagtaaa 


agaaaacttg 


taaagggaaa 


gaaactagtt 


tgtctaaact 


ctgtattcat 


3600 


tttttttttt 


tttgaagtac 


agtggaatct 


gttgaatcag 


atattttatc 


aagatatctt 


3660 


tattttttct 


tatttcattt 


ttacaaagat 


cactcccaat 


gccatatgta 


atagacattt 


3720 


aaatttcgtg 


ttctgtatga 


cagccaaatg 


atcatattta 


tcattgtatt 


tgtcatgttt 


3780 



agctaaaaat 


catgtattgt 


tgagaaatag 


aataacaaaa 


agtaatagga 


taggctttga 


3840 


atttttgcaa 


aaaatcttcc 


tgtacaaaac 


atctttaaaa 


ataatttttt 


gagtggtgtg 


3900 


aatctagtat 


tcccatttct 


ctgatttagt 


tttcttgagt 


gatttttatc 


aaggctaagt 


3960 


ccccaaatga 


ttccctaaca 


gctctttaga 


ataccgttta 


atctggacta 


aaatggtttt 


4020 


aagtttatgg 


agagtttagt 


ccacagaact 


aactggactt 


ctggcggcaa 


gtccagaaat 


4080 


gcttatacaa 


attttttttt 


cataataaga 


tatgtgctgg 


tatcaaggaa 


cttaaagtgg 


4140 


aagcaaaaag 


acatccaagt 


agttgctagt 


ctccatcatc 


ttatctgatt 


gtatttctct 


4200 


tttccttata 


taatacacca 


ttttcataag 


aacacctaga 


aatttcaaga 


gtatattgcc 


4260 


aaaatataaa 


gtatatttcc 


tagtttcttc 


tggctgaacc 


agtgaaattt 


tattgttgca 


4320 


tattaatgat 


atttttaaaa 


cttttataaa 


aattgtcata 


cttttaaata 


ctcacatttt 


4380 


aaaaatactt 


cttttatgac 


tcttcctcta 


aatttcctgg 


aaatacagat 


aaagattagc 


4440 


tagatacaag 


atgcagctaa 


gtatttagac 


attttgagcc 


cagtattttt 


cattttatta 


4500 


aaggctaaaa 


acaataccac 


caataaatca 


tcaaacaaac 


tgtacaaaat 


aattctgtct 


4560 


ttgggaggct 


ccttttgtga 


tagagggaca 


tgggtggaat 


tgacaatgaa 


agttagatga 


4620 


acaaggtccg 


tgttatttta 


ggtagtagaa 


cagggtagag 


tcatgtcatt 


atttgcgggc 


4680 


ggaagatact 


atttaccacg 


tgttctttgc 


tgaatcaatt 


attaaacatt 


tttaaaaatc 


4740 


caattatcca 


ctttattttg 


tgtcattgac 


aaaaggatct 


tttaagtcag 


aggtttcaat 


4800 


gtgatttttg 


gcttggctgt 


ttgaataatg 


gttatgtact 


gttataattg 


tagacatttt 


4860 


ctcatgtcta 


ccaggaattg 


aagtgtaaaa 


ctaaaatatt 


tttcataatg 


cctctgccgt 


4920 


gcggaaggaa 


tgataatcct 


tttgtatact 


tctttaattt 


tattgtaaaa 


tgtgtaatga 


4980 


cttttaccta 


tatgctgtgg 


gcaggtcctc 


agtaaaatct 


attgagtcaa 


tttctagtat 


5040 


taataggctt 


ttgcttgcta 


tctaagtgtt 


tcaaattatg 


ggaagtgtga 


gacactggaa 


5100 


ggcaagaaaa 


ttaacaataa 


tggcatgtga 


tagcaaaatt 


gtatttcact 


tattcctgtg 


5160 


aatatttctt 


gttggtacca 


atggtactgt 


acaaagtgaa 


tgttatagcc 


acaacattct 


5220 
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coon 


aaacttttta 


aaaaagaaat 


actggttttg 


caagatagag 


atcatgaggt 


aaataatttt 


5340 


aataagctct 


tatactaaaa 


agccttaaat 


cgatttactg 


agattcaaaa 


catactatta 


5400 


taatcaatta 


tatcccatat 


atgtaggcaa 


actcatttaa 


aaaataaaat 


taattttggt 


5460 



aaaagtacat agtgtttgtt tttaaaatac ataattttaa aataaatcgc ttgtcatgat 5520 

aaagtccaaa aagaagttat ctttcaatat tcaactaagt ttggagctaa gaatttacta 5580 

atacaaaaaa aagttaaaat gttttggacc atatatatct tgacagtgta acttttaagt 5640 

aggctcattt ccatttgcac agaaagtttc tgtctttagg aaactgaaaa tgaaatactg 5700 

tggatgttat gactgtttgt cttctatgta aataggaaat taataagctg cctattgagt 57 60 

ggtatagctg tatgcttacc caaaaaaggg aacactgtgg ttatgacttg tattataaac 5820 

tttctgtagt taataaagtt gttattttta taaccatgat tatatattat tattaataaa 5880 

atattttatc gaaatgct 58 98 



